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Figure 1. 



Sequence type explicitly set to Protein 
Sequence format is Pearson 

Sequence 1: new__S100_cytokine 104 aa 

Sequence 2: G491246 110 aa 

Sequence 3: ¥27152 98 aa 

Start of Pairwise alignments 
Aligning. . . 

Sequences (1:2) Aligned. Score: 23 
Sequences (1:3) Aligned. Score: 34 
Sequences (2:3) Aligned. Score: 29 
Start of Multiple Alignment 
There are 2 groups 
Aligning. . . 

Group 1: Delayed 
Group 2: Delayed 
Sequence: 1 Score: 0 

Sequence: 3 Score: 839 

Sequence: 2 Score: 724 

Alignment Score 444 

CLUSTAL -Alignment file created [ /data4/genetools/lrastelli4S30clustalw] 



Multiple Alignment: 
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(15-118 of SEQ IDNO:6) 
(SEQ ID NO: 10) 
(SEQIDNO:11) 
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Probe Size: 104 Amino Acids 
Probe File: Irastelliblocks . seq 
Target File (s) : blocks.dat 
Records Searched: 4034 
Scores Done: 4034 
Alignments Done: 535470 



'Mouse-over to show defline and score. Click to show alignments 
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Figure 4B 
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. SEQ ID NO : 3). 
(SEQ ID NO:39)0-l0f) 
(SEQ ID NO: 40) 



Figure 4C 
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; SEQ ID NO: 6) 
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Figure 4D 
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PROTEIN MRP-126 
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(SEQ ID NO: 42) 
(SEQ ID NO: 43) 
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(SEQ ID NO: 45) 



Figure 4E 
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